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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/10/535 , 500 

Input Set : A:\PTO.RJ.TXT 

Output Set: N:\CRF4\05252005\J535500.raw 

4 <110> APPLICANT: Rigshospitalet 

5 Henrik Leffers 

6 Anne Mette Buhl Hertz 

7 Jorgen Kjems 

9 <120> TITLE OF INVENTION: Methods and kits for diagnosing and 
10 treating B-cell Chronic lymphocytic leukemia (B-CLL) 

13 <130> FILE REFERENCE: P34546PC01 

15 <140> CURRENT APPLICATION NUMBER: US/10/535 , 500 
15 <141> CURRENT FILING DATE: 2005-05-18 

15 <150> PRIOR APPLICATION NUMBER: DK/PA 200201792 

16 <151> PRIOR FILING DATE: 2002-11-19 
18 <160> NUMBER OF SEQ ID NOS: 41 

20 <170> SOFTWARE: Fast SEQ for Windows Version 4.0 
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<210> SEQ ID NO: 2 
<211> LENGTH: 3893 
<212> TYPE: RNA 
<213> ORGANISM: Homo 
<220> FEATURE: 
<221> NAME /KEY : mRN^u 
<222> LOCATION: <^0)T. 
<223> OTHER INFO] 
<400> SEQUENCE: 2 



sapiens 



7oT5 



TION: short version of mRNA 



s©cagaggaa ggaaa^lkaga gag gc^a ga g£kaa^d£b ^tt^aoca^>cag 

agaOccaca aaScaca(£t£ c fctttttjj ac caac(^agga aaaa£aacac ^g _ 

a(pfecaQ&c ac^agdtTa aagafegcfelag aaaaac£&tfcr <$gca^|t) ©gc^^W^S) 

t£)t(t£cagga a&agagaaaa gjogacaaaaa g^cagagaagagaagaaag gaaac€iSi:a 

gaaaa^t^ca gaa^p^ag^ agc^a®a(§)aac ^a^^gg^^l&aag^aa^a^ttt^a^ 

g 




384 ^aa|^£i!aa gfes^cfccgc^) actxcag^t gg^fcc^JSjga acagcagc^^caga 

385 cgawgcfctg ^kaaaaggc agaaSta(§)bag gfjteccaSbcc agac(j|cag£g aaSfcaga 

386 (^aa^ac&lfcra caagaCpgccc cggga££ca(t) ^tjgcaca^a gagoxfcjgcga agjtf^cc 

387 tagcctgtga ttgttttctg caacttagta tttctgagtt ttcccaagga agaaaaccc 

388 ggccttagct tctggcagac ttgtgtttct cctttactta ctagctgcat gactcatgag 

389 caaggaaatc aaactttatg tgcctgagtt tcctcatcta taaaatggag actataataa 

390 tcatctccta ggcttgtttt gaggatgttc aacaaatgct cctttcattc ctctatttac 

391 agacctgccg cagacaattc tgctagcagc ctttgtgcta ttatctgttt tctaaactta 

392 gtaattgagt gtgatctgga gactaactct gaaataaata agctgattat ttatttattt 

393 tctcaaaaca acagaatacg atttagcaaa ttacttctta agatattatt ttacatttct 

394 atattctcct accctgagtt gatgtgtgag caatatgtca ctttcataaa gccaggtata 

395 cattatggac aggtaagtaa aaaacatatt atttattcta cgtttttgtc caaaaatttt 
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E--> 396 aaatttcaac tgttgcgcgt gtgttggtaa tgtaaaacaa actcagtaca gtagtattca 1080 
E--> 397 gtacagtatt taagcccctg tacttaaaca tattcctcgt accaatgaag ttacatgaaa 1140 
E--> 398 agcaaatttg tgtgagatat cgtagatgga agtaaattag tctttatgtt ccccacaaat 1200 
E--> 399 tgaaatgcat ttcaaaaact ctgtgtgtgt atgtgtgtgt gtgacagagt gtgtgtgaga 1260 
E--> 400 gagagacaga gagatacgct ttggttgcct ccataagctg gctgctatga ttaataagac 1320 
E--> 401 caagttttct aaagaaaatg agatcataac aaaagccctc tttatgacta tcttttatca 1380 
E--> 402 ggggcaaaaa ggaaagagac aaaacagcat gaaatgatga gaccaagtga tgaaaattca 1440 
E--> 403 ttcacaatga ttgctttcaa gagtaatttc tcttgggtaa ttcagcagcc tgttactatg 1500 
E--> 404 gctctctgga gtgatagcta atgtaaatga agcctctaaa agtggattat cctgacaaga 1560 
E--> 405 atatactcag ccaataatgc aacagaaatc cattcaaagc attcgggaaa aattcaaaag 1620 
E--> 406 aataaatatt cttttttttt ttttaaagtt aatgacctac gatccatttc ttccctgact 1680 
E--> 407 aacaagcagc aagcacttaa aaatatccag ccaggatgaa atagaaaccc acctgacttg 1740 
B--> 408 ttaatatttt tgtttggtcc cagggactca gattctaagc caaattcttt gaatgatctt 1800 
E--> 409 ggcaaatgtc tcgaattatt tttgccaact tttctttatc ttggaaaaaa agtttcatga 1860 
E--> 410 atgggtgtca aaattgatta gttttaaaaa cctttcttgc agatacgtat ggcaccctaa 1920 
E--> 411 aactgtatta gaaaaaaatt tcatatctcc aggcctttca ttgggtcagg ttggcatttc 1980 
E--> 412 gctgcccttt atgtgtgtga caagtgaaaa taaggaaaga aaaaaactca agtgaagaaa 2040 
E--> 413 atcagaatct gcgcagcagt tcctgggcgt ttcagctgct tcccacatca cctgcctcat 2100 
E--> 414 caagccccag catccatctc cttgctcatc ttacaccctg tgtgcatgac aggcccacca 2160 
E--> 415 ttcatttatc agagcaaagg ctctcccact attctggttc acccccctac ttagccagat 2220 
E--> 416 atacaagaat atctgcacgg atgacctgcc tcacctggga gctcagagga gctcagattc 2280 
E--> 417 cattactatc gcaccaagga cagatctccc agcaagaatg acagaaaaga ctaactgccc 2340 
E--> 418 ccaaaatctc ccttccaaaa cacagttctc ttaattctcc caagaaacca gaatgtgact 2400 
E--> 419 gctcacctct ctaaggacct gaaaacaact ggccatttca gctatttaaa tcaactttaa 2460 
E--> 420 aaaatccaac cgccaaaata ttaaaccatt ttggttggaa tgataacata actaacctgc 2520 
E--> 421 tgacagctgc ttctgctagg tgcaaaaatg gaaaaaaaaa tacttctaat caggtcaaat 2580 
E--> 422 cactctacct ttgggattct aaatttactc atattctcaa agaaatatat tcagtcatag 2640 
E--> 423 tggggaaaat aggattattc ctttagctcg ataagcaacc agaagttctt ccttcaaatc 2700 
E--> 424 ttgacattta atcaatcaga aattgatttt tggaaaactg tttcctatga agctatctct 2760 
E--> 425 gcctgaagga tttttctttt acaatccaga ctatagaagg aaattcacaa cctggacttt 2820 
E--> 426 cacctccatt ggtcagagtt ttactgacca attcccacct ctgccttaca cctaacggaa 2880 
E--> 427 gtttatgcct gttttctctt cacatacccc aacagttaca aatggttgtt attattaagc 2940 
E--> 428 atcttttatt ttgtggcctc tgattacatg gtcccctaaa ttttgaccta atcacaaaag 3000 
E--> 429 attggtaaaa tttcttaaca tattaataat attttgttta tgtgtcaata tcttagcatg 3060 
E--> 430 tatcaattaa gacagaggtc ttaacgttct ctttttgaaa gagaatatta ggattcagag 3120 
E--> 431 atattaagag attctcccag gatcacagtt aggtaacaga gctggatttt agtccaggtc 3180 
E--> 432 tgtctacagc tctaacgtat atacaccctt tgtataacat gtcacgaatt cagcataaag 3240 
E--> 433 ggatcttcag tgatctaagt caggggtcag caaccttttc taaaaaggac caaatagtaa 3300 
E--> 434 tatttcaggc tttgtggacc ctatggtctc tatcataact gttcaaatca ccatgtagtg 3360 
E--> 435 taaaaggagc cataagcaaa atataaacta acgaatgtgg ctgttttatg ggattttttt 3420 
E--> 436 ttaactcttt atttacaaaa gcaggtggca gatcagaact cacttatggg ccatagttct 3480 
E--> 437 ctgacccctg acctgagaaa atcttatatt tatggacaac atttagactg tgacttgcca 3540 
E--> 438 agtaagaaca agaagctctg tcaactgaag gtcaaggctg gagttctgaa agcaaagagc 3600 
E--> 439 tgtctggtgt taatgataag tgaaatagtt aaagttagaa gatcccagtt ataagaagca 3660 
E--> 440 caaagaataa tgaccataga ctcctgaaca agaatgtctg gacttctggc ttaggcactc 3720 
E--> 441 ttgttgtatg gtccaggcca agttacctaa tctctccagg cctccatttt cttatcatta 3780 
E--> 442 aatgaagata ataaaagtat tttcctcaga gagctgtaag aataaactga gctaacccat 3840 
E--> 443 gtcaagcaca tagaataggg cccagcctat attaatttat caataaatgc cag 3893 
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Current Application Number differs, Replaced Current Application No 
Current Filing Date differs, Replaced Current Filing Date 
Sequence data Name/Key Feature Out-of -Range, SEQ ID# : 2 , mRNA LOCATION: (0) 
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Input Set : A:\PTO.RJ.TXT 
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L:426 M:321 E 
L:427 M:320 E 
L:427 M:321 E 
L:428 M:320 E 
L:428 M:321 E 
L:429 M:320 E 
L:480 M:351 W 
(0) 

L:1942 M:351 W: Sequence data Name/Key Feature Out-of -Range, SEQ ID#:6 # mRNA LOCATION: (0) 
(0) 

L:1994 M:351 W: Sequence data Name/Key Feature Out-of -Range, SEQ ID#:7, mRNA LOCATION: (0) 
(0) 

L:2056 M:351 W: Sequence data Name/Key Feature Out-of -Range , SEQ ID#:8, mRNA LOCATION: (0) 
(0) 

L:2061 M:259 W: Allowed number of lines exceeded, <223> Other Information: 
L:21 
(0) 
L:21 
(0) 
L:21 
L:22 
(0) 
L:24 
(0) 
L:24 
(0) 
L:24 
(0) 
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(0) 
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(0) 
L:25 
(0) 
L:25 
(0) 
L:25 
(0) 
L:25 
(0) 
L:26 
(0) 
L:26 
(0) 
L:26 
(0) 
L:26 
(0) 
L:26 
(0) 
L:26 
(0) 




(1) "t" not allowed in RNA Sequence, NUMBER OF INVALID 't' KEYS: 866 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS: 24 

(1) "t" not allowed in RNA Sequence, NUMBER OF INVALID 't' KEYS: 890 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS: 23 

(1) "t" not allowed in RNA Sequence, NUMBER OF INVALID , t' KEYS: 913 

(1) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS: 28 

Sequence data Name/Key Feature Out-of -Range, SEQ ID#:4, mRNA LOCATION: (0) . . 
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Allowed number of lines exceeded, <223> Other Information: 
Sequence data Name/Key Feature Out-of -Range , SEQ ID#:11, mRNA 
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